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2 N
/ / /
Apon apolipoprotein N precursor 0.452 1.993 3.895
Rgn regucalcin 0. 659 1.382 7.913
Pf4 platelet factor 4 precursor 0.293 4.520 4.565
Pla2g2a phospholipase A2 membrane associated precursor 0.250 3. 055 4.020
Cyr61 protein CYR61 precursor 0. 448 4.282 3.691
Thbsl thrombospondin- precursor 0.364 2.899 2.746
Crp C-reactive protein precursor 0.357 2.333 2.711
Timp3 metalloproteinase inhibitor 3 precursor 0. 366 2.274 2. 660
Cd63 CD63 antigen 0. 700 2.345 2.530
Khk ketohexokinase isoform X3 0. 364 4. 658 2.414
Ang angiogenin precursor 0.369 1. 806 2.375
Mugl murinoglobulind precursor 0.432 1.834 2.328
Pvrig transmembrane protein PVRIG isoform X3 0.453 1.158 2.296
Abccl0 multidrug resistance-associated protein 7 0.978 3.201 2.294
Sodl superoxide dismutase Cu-Zn 0. 759 1. 085 2.189
Tgfbl transforming growth factor beta- precursor 0.485 2.239 2.186
Fap prolyl endopeptidase FAP 0.592 1.677 2.098
Vin vitronectin precursor 0.409 2. 187 2.032
Gpx3 glutathione peroxidase 3 precursor 0. 371 1.903 2.007
Clipl CAP-Gly domain-containing linker protein 1 isoform 0.387 2.422 2.592
Lrp6 low-density lipoprotein receptor—related protein 6 0.795 1. 827 2.082
Angptl PREDICTED: angiopoietind isoform X1 0.536 2.193 2.078
3 N
/ / /
Cd44 CD44 antigen isoform X7 2.236 0. 605 0. 498
Lamcl laminin subunit gamma-l precursor 2.025 0. 548 0. 494
Dmbtl deleted in malignant brain tumors 1 protein isoform X1 2.182 0.514 0. 468
Fnl fibronectin isoform X3 3.332 0.488 0. 460
Sppl osteopontin precursor 2.439 0. 555 0. 460
Lbp lipopolysaccharide-binding protein precursor 2. 860 0.578 0. 450
Hsp90aal heat shock protein HSP 90-alpha 3.014 0.410 0. 448
Bhmt betaine—— homocysteine S-methyltransferase 1 9.182 0.224 0. 445
Psma6 proteasome subunit alpha type-6 2.214 0.519 0. 440
Hspad heat shock 70 kDa protein 4 2.092 0.510 0. 429
Msln mesothelin precursor 2.691 0. 495 0. 425
Ckm creatine kinase M-type 1.935 0.249 0. 421
S100a8 protein S100-A8 2.367 0.572 0.420
Mcam cell surface glycoprotein MUCI8 isoform 2 precursor 2.503 0.510 0. 400
C4bpa C4b-binding protein alpha chain 1.743 0. 695 0. 400
Bbc3 bel2-binding component 3 1.369 0. 641 0.396
Vwf von Willebrand factor precursor 2.469 0.451 0.384
Pigr polymeric immunoglobulin receptor precursor 8.393 0. 475 0.335
A2m alpha2-macroglobulin precursor 9. 940 0.216 0. 142
Afp alphaHetoprotein precursor 22.908 0.198 0. 059
Eno3 beta-enolase 1.759 0.290 0.462
Aldoa fructose-bisphosphate aldolase A 1.527 0. 436 0. 447
Tfre transferrin receptor protein 1 1. 556 0. 590 0. 485
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Proteomic Analysis Study on Effects of Xiaoai Jiedu Decoction ( ) on Expressions of Serum Differ—

ential Proteins in Liver Cancer Model Rats

RAO Xiwu' SHEN Weixing" TAN Jiani’ XU Changliang” SUN Dongdong® YANG Ye® SHI Liyun’
CHENG Haibo' *

(1. The First Clinical Medical College of Nanjing University of Chinese Medicine Nanjing 210023; 2. Jiangsu Collaborative Innova—
tion Center of Traditional Chinese Medicine Prevention and Treatment of Tumor)

ABSTRACT Objective To observe the effects and probable mechanism of Xiaoai Jiedu Decoction ( ) in
treating liver cancer rat. Methods A total of 40 male Sprague-Dawley rats were randomly divided into normal
group model group Xiaoai Jiedu Decoction low and high dose groups with 10 rats in each group. The rats in the low
and high Xiaoai Jiedu Decoction dose groups and model group were treated with 0. 01% diethylnitrosamine ( DEN) so—
lution for free drinking to establish liver cancer models. The Xiaoai Jiedu Decoction low dose group and high dose
group respectively received 10. 87 g/( kg * d) and 21. 74 g/( kg * d) Xiaoai Jiedu Decoction solution for gavage ad—
ministration at the 4th week while the model group received 2 ml/d normal saline 6 days a week for 12 weeks. Liver
tissues of all rats were taken for morphological observation at the end of the 16th week. The liver weight was meas—
ured and the organ coefficient was calculated. The samples were labeled with protein tandem mass tag ( TMT) pep-—
tide segment identified by the mass spectrometry and the bioinformatics was analyzed by KOBAS 3.0 software.
Results A total of 1151 protein spots were identified. Compared with the normal group there were 234 proteins
which differentially expressed in the model group including 151 up-regulated proteins and 83 down-—regulated pro—
teins. Compared with the model group there were 144 differentially expressed proteins in the Xiaoai Jiedu Decoction
low-dose group including 56 up—regulated proteins and 88 down-regulated proteins. Compared with the model group
there were 182 differentially expressed proteins in the Xiaoai Jiedu Decoction high-dose group including 94 up-regula—
ted proteins and 88 down-regulated proteins. These differentially expressed proteins in Xiaoai Jiedu Decoction high—
dose group mainly involved in metabolism inflammation immune regulation heat shock oxidative stress cell cycle
and apoptosis cell growth and differentiation angiogenesis cancer—elated and liver regeneration repair. Signaling
pathway analysis involved metabolic pathways such as glutathione metabolism peroxisome proliferator-activated re—
ceptors ( PPAR) metabolism extracellular matrix receptor interaction ( ECM-receptor-interaction) pathway Tolldike
receptors ( TLRs) pathway hypoxia-inducible factors4 ( HIF1) pathway nuclear factor«B ( NF«B) mammalian
target of rapamycin ( mTOR) pathway and p53 pathway. Conclusion Xiaoai Jiedu Decoction can play a multi—
system multi+arget participation in the overall regulation of liver cancer model rats regulation to inflammation-eancer
transmisson may be the main mechanism of its inhibition of tumorigenesis and development.
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